Appendix A
HARP How-To Guides



The HARP How-To Guides are supplemental instruction aids to the user guide. They provide
steps-by-step procedures to carry out some of the basic functions of HARP. The guides were
written in a manner that assumes the reader has a basic understanding of HARP. For detailed
information about HARP, please see the user guide.
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Topic 1. How to Start a Project

Step 1. Creating a Project Folder

The first thing you need to do is to tell HARP where to save al of thefiles it creates.

1. From the HARP main menu, select Project. |
.

2. A popup window will show the current project HARP

directory. To select anew project directory, click Ctbamia dir Renireas Boand

on Browse. — I "
3. To change the project directory, use the Open File FI e |

dialogue box to browse and switch to a different

directory. Then click on Open. /

New Folder icon. Enter the new folder name (see

Note 1). Then click on the right mouse button
and choose Refresh. Double-click on your new
folder to openit. Then click on Open.

4. To create anew project directory, click the Create n+..d = | e -

Enter thenew
folder name

5. Click on OK on the project window to change the 3 %‘l

project directory.

Notel: Therecan be no spacesin the file name or path
that you create.

Step 2. Opening a Database

Next, you will need to open the facility and emissions database file.

ﬂ| 1. From the HARP main menu, select Edit
‘ Data/Open Database.

O
T L o

2. Inthe dialog window, browse and select the
default database HARP.mdb
EIES (C\HARP\HARP.mdb). Then click on
= =mEE- Open

Note2: You cannot create a new database from
scratch. If you wish to create a new database, you
must highlight the default HARP database file, then
click on theright mouse button and select Copy. Click
on the right mouse button again and choose Paste.
E | Oncethefile has been copied, you must renamethefile.
s [ Highlight the new file and then click on theright mouse
button and choose Rename. The file name should
contain no spaces.
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Step 3. Selecting a Reporting Y ear

Next, select the year that you would like the emissions information to be stored in. If you are
creating an emissions database for CEIDARS reporting purposes, the year should match the year

of the data.

From main menu, select UtilitiessMulti-year.

2. The current reporting year will be displayed in the
top field. To change the reporting year, press the
List button. Double-click on the year you want
the information to be stored in.

3. If the year you want is not available from the lit,
press Cancel and return to the previous screen.
Enter the new reporting year in the top field.

4. Then click the button labeled Change Reporting
Year To. REMEMBER: HARP will not change
the reporting year until you press this button.
Then click on Open. (Note 3)

5. You also have the option of copying data from an
existing year to the newly created reporting year.

Step 4. Using a Common Coordinate System

—_—
_Durge Aegotigrear o | [F10 P |

x|

Aeosptor Precindiss

it [uhs Aeports Tramacion: et Prokct | e Help Eil
Gerers Gy
Upclats Frosd Tables

HARI =

Califarnia A Resource oo e
Hotspots Analysss and Rep o Lo wide:

=I00f 2]

Howce parioecopy | Lkt |

Tasget st b ooy | Ll
Coge edas o | | D eleds sl daiahors
1oipon paar b Lasget Lgal par

_ tine Ep

Note3: Labeling areporting year
with a negative symbol will result in
the data being overwritten when the
HARP database is updated.

HARP can convert all location coordinates into one common coordinate system. Use this feature
to convert facilities in different location coordinates to a common coordinate system or to switch

an entire analysis to a different projection system.

1. Toconvert al UTM location coordinates into the
same coordinate system select Utilities/Switch
Default Coordinates. The default isNADS3.
Click on the radio button next to the desired
coordinate system. Click Apply and then EXxit
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Topic 2: How to Add Data to the Facility and
Emission Inventory Database

HARP's facility and emission inventory database, also known as CEIDARS:-Lite (California
Emission Inventory Development and Reporting System-Lite), can be used by facility operators
and local air digtrict staff to organize and manage their criteria and toxics emissions data. The
database can also be exported to submit emissions data directly to either the local air district or to
the ARB. For more information on setting up an emission inventory database, see Chapters 4

and 5 in the HARP User Guide.

Prerequisite

Before you can add your data to the emissions inventory database, you must first open a project
in HARP (See Topic 1 in the How-To Guide for instructions).

Step 1. Adding Facility and Emission Data

1. To begin adding your facility data, select
Edit Data/Facilities and Emissions from
the HARP main menu to enter the Facility
Data window.

2. Toadd anew facility, click on Add from the
top menu. Fill in al blank fieldsin the Add
Facility window. Use the buttons in this
section to help fill in the information. If the
new facility is similar to an existing facility,
you can copy all or part of an existing
facility into the new record using the Copy
Existing Facility section. Click OK.

3. Fill inal blank fields in the Facility Data
window for pages 1-5. The yellow fields
are required if you plan to conduct a health
risk analysis. For instructions on how to
enter the receptor proximity on Page 3 of
the Facility Data window, see Topic 2 for
setting property boundary information,
Topic 3 for identifying sensitive receptors,
and Topic 4 for entering receptor proximity
information without using sensitive
receptors or property boundary information.
Click Save from the top menu.
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. To add stack information click on Stacks
from the Facility Datawindow. Click on
Add from the new window. Fill in al blank
fields for the stack. The yellow cells are
required if you plan to conduct a health risk
analysis. If you want to copy an existing
stack, click List and double click on a stack
of interest from the popup window. HARP
will display the data for this stack. Then
click on Duplicate and enter a new unique
stack identification number. Click Save and
Exit when finished.

. To add the device information, click on
Device from the Facility Data window.
Click on Add from the new window. Fill in
all blank fields for the device. If you want
to copy an existing device, click List and
pick adevice of interest from the popup list
window. Then click on Duplicate and enter
anew unique device identification number.
Click Save when finished.

. To add the process information, click on
Process from the Device Data window.
Click on Add from the new window. Fill in
all blank fields for the process information.
If you want to copy existing process
information, click List and double click on a
process of interest from the popup window.
Then click on Duplicate and enter a new
unique process identification number. Click
Save when finished.

. To add the emissions information, click
Emissions from the Process Data window.
To add anew pollutant, click on Add. If
you want to copy existing pollutant
information, click List and double click on a
pollutant of interest from the popup
window. Then click on Duplicate and enter
a new pollutant identification number.

Click Save when finished.

Exit out of the Emission, Process, and
Device windows to return to main Facility
Data window
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Step 2. Defining Building Geometry

Next, you will need to enter the data for the building and property geometry. Thisinformation
will be used to calculate building downwash in the dispersion analysis to generate property
boundary receptors (See the HARP User Guide for more information).

1. Fromthe main Facility Datawindow, click
Geometry/Buildings.

2. Toadd anew building, click on Add. Enter ID
number, number of corners, and Tier number. Click

oy Do - YERR 1 febl AUND FRAAE 4387 COAST BLYD (HRH DIEGE S

OK ":":I e e R e e e e
3. Enter the building description, height, and elevation. e A AR

. dnber Ewogen . =
Click on Save. far RTTEEETED e

4. Sdect Edit Points, to enter/edit the vertex points for P [ P | o3 Pand K

the building. Enter the relative distance for each e b e |
point (See the illustration below for help on o —
inputting). Click on Exit to return to the main o ——
Building Geometry window. ' “__ 1z e
5. Repeat the above steps to add more buildings or it | et 5
tiers. (Window Legend: The currently selected p— M |
building tier is shown in red. Stacks are shown\ . .
small red circles (solid line). The diameter of the { i i | -
circle is the diameter of the stack. The large dotted : il
circle around each stack is merely avisua aid to : : | — —
make it easier to locate the stacks on the map when ! _
the map scaleis small. The diameter of the dotted o "mu -“l““

Buibding 1 Tiar 0

circles has no significance.)

B Do Ex? Loofoniol Lot Lok
L] .

Illustration of Building Boundary Points

y (North Location) 4 .3

x (East Location)
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Step 3. Defining Property Geometry

Next, you will need to enter the property boundary data. Property boundary datais used to
locate boundary receptors along the property boundary for risk analysis. Once the property
boundaries have been identified, HARP can generate receptors at regular intervals along the
boundary automatically so that you do not have to figure out the UTM coordinates of each
boundary receptor. Each facility may have one or more property boundaries. The boundary
curves do not have to be connected. (See the HARP User Guide for more information.)

1. To add information on the property
boundary, click Geometry/Property [T
boundaries from the main Facility Data
window or click on the Edit Property radio
button on the Property Boundary
Geometry window

2. To add a new property boundary, click on
Add from the top menu. Enter ID number
and number of corners. Click OK

Enter building description. Click on Save.

4. Sedlect Edit Points to enter/edit the vertex
points for the property boundary. Enter the
relative distance for each point. Click on

il Howa Property Beusdary

Exit to return to the Property Boundary m:_ R
Geometry window. sk
u Pty Sngiriaey dets wlol=)
5. Repeat the above steps to add more et LI R e

Properes Boundary 1

property boundaries to the database. When

FidChder_Eadl Loceionir] Hah Locsion ] Bl
] ]

all of your facilities are entered, return to

2 £ ] 20

the HARP main menu. From the HARP 3 4 =

-3 15

Main window you can create reports from
the database, export the database to athird
party, or set-up and air dispersion run on
data within the database.
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Topic 3: How to Create/Edit/Export/Import Sensitive Receptors

Prerequisite

Before you can create, edit, import, or export sensitive receptors, you must open a project
(See Topic 1 in the HARP How-To Guides for instructions). For more information on sensitive

receptors, see Chapters 5 and 4 in the HARP User Guide.

Step 1. Creating a Sensitive Receptor

1. From the HARP main menu, click Edit
Data/Sensitive Receptors to access the Edit

Sensitive Receptor window.

To add a new receptor, click Add from the
top menu. Enter the information into the
popup window. You may use the Select
CO/AB/District button to automatically
add county, air basin, and district
information. Click OK to return to the
previous window.

When you return to the Edit Sensitive
Receptor window, it will now display the
new receptor. Fill in the remaining blank

Recopion 1 (MY RECEFTOR)

o
]

=
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S5 DEED
(SR T S e

fields.

To change the coordinate system, click the
Change Coordinate System button to
access the Coordinate Conversion window.
Here, you may change the coordinate
system by clicking the radio buttons at the
top of the window. Y ou may aso convert
your coordinates by clicking on the Copy
button next to the coordinate system of
your choice. Click Accept from the top
menu to update the receptor information.
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Step 2. Edit a Receptor

1. Toedit asensitive receptor, access the Edit
Sensitive Receptors window.

2. Click List at the top of menu. A window
will popup displaying al sensitive

receptors in your database.

Browse and double click on the sensitive
receptor that you wish to edit. By
doubling-clicking, it will return you to the
Edit Sensitive Receptor window with the
selected receptor information displayed.
You may edit all information highlighted in
white.

To delete areceptor, select areceptor using
the List function. PressDelete at the top
menu to delete the receptor.
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Step 3. Exporting Receptors

The transaction module of HARP allows receptor information to be shared with other HARP
users. The module generates a transaction file, which can be easily imported into HARP on
another computer.

HEEF - Brperting Yesr 2

1. From the HARP main menu, click
. B s AM1S | Tramecdons Arsker: Propstt Lober  Help B
Transaction/Export Receptors. B

2. Typein the county, air basin, district, or
specific group of receptors you wish to
export. Alternatively, you may click the
Select CO/AB/DI S button to select a
specific county, air basin, and district.

3. Click the Begin Export button to export the Gt |
receptors. Unless otherwise specified,
HARP will by default save the file as
"export.rec” to your project directory.
Click Open to create thefile.

i+ Ewpon &0 Groups

= Evpoi ol bk gioup

1|

= +ham-

Step 4. Importing Receptors

HARP requires a specific file format for importing receptors.

1. First, make sure that your transaction fileis
copied to your project directory in HARP.

2. From the HARP main menu, click
Transaction/l mport Receptors.

Bt [k Fepoeis | Trarasctiora  dndlers Projed Leiltes  Help -Enl.

3. Click the Begin Import button. Browse
and double click on the receptor file. A T — — -

popup window will appear informing you
that HARP has finished importing the W

I’eCeptOl'S. Y‘:ﬂmmnmtﬂe
ke

e —

How-To Topic 3, Page 3 of 3



The HARP How-To Guides || 1|2 ][ 3] 4][s]|[6]|[ 7] 8]

Topic4: How to Perform aPrioritization Analysis

HARP performs the prioritization calculations in accordance with the guidelines set forth by the
California Air Pollution Control Officers Association in the document entitled CAPCOA Air
Toxics "Hot Spots' Program Facility Prioritization Guidelines (July 1990). In addition, the
HARP software automatically applies the appropriate molecular weight adjustment factor
(MWAF) for each Hot Spots substance; therefore, facility emissions should not be manually
adjusted before entering them into HARP (see Appendix | for alist of MWAFs, Chapter 4 of the
OEHHA Guidance Manual for an example caculation, or the Emission Inventory Criteria
Guidelines for reporting guidance). For more information on setting up a prioritization analysis,
see Chapter 8 in the HARP User Guide.

Prioritization scores are used to determine which facilities shall complete a health risk
assessment for the “Hot Spots’ Program. Prioritization scores should not to be interpreted as
estimates of potential health impacts. Only a health risk assessment can provide those types of
estimates. This functionality is intended for District use.

Prerequisite

Before you can run a prioritization analysis, you must first add your facility and emissions data
into the CEIDARS:-Lite emissions inventory database within HARP (See Topic 2 in the HARP
How-To Guides for instructions).

Step 1. Calculating Receptor Proximities

Receptor proximities are required to perform a prioritization analysis. If you have not done so
already, you must enter the Rec. Proximity (m) field on Page 3 of the Facility Data window.
You must do this for each facility you wish to include in the prioritization analysis. If
applicable, aso enter avalue in the Priority Multiplier field. Thisfactor is used to adjust a
facility score. For example, this could be used if afacility emits multipathway pollutants (see the
HARP User Manua and the CAPCOA prioritization guidelines for more information).

1. Tobegin, select Edit Data/Facilities and Emissions
from the HARP main menu to enter the Facility Data
window.

2. Choose afacility of interest by selecting List from the
top menu. Then double click on the facility from the
popup window. The Facility Data window will now
display the selected facility.

3. Click the Page 3 tab on Facility Data window and
enter in the Receptor Proximity. Note that if no value
is entered for the receptor proximity, then HARP
assumes that the distance is zero meters and no
adjustment is made for the receptor proximity. If
applicable, aso enter avaluein the Priority Multiplier
field and select Save. The priority multiplier could be

How-To Topic 4, Page 1 of 4
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used, for example, if afacility emits multipathway
pollutants or has receptors within 50 meters.

. If you do not know the receptor proximity, it can be
automatically calculated for you provided that you

have set the facility boundary and entered the sensitive

receptors. Press the Receptor Proximity button to

automatically calculate the receptor proximity. For

instruction on setting the facility boundary, see

Topic 2 in the HARP How-To Guides. For

instructions on inputting sensitive receptors, see

Topic 3 in the HARP How-To Guides.

. Alternatively, if you need to automatically calculate
receptor proximities for several facilities in the manner
as described above, select Utilities/Receptor
Proximities from the HARP main menu to access the
Receptor Proximity window.

If you want to calculate receptor proximities for a
specific district, click the District button from the
Receptor Proximity window. Then double click on
the district from the popup window. Click on the
Include facilitiesin selected district radio button.
Then click on the Include receptorsin local district
radio button.

If you want to calculate receptor proximities
regardless of the district, click the Include facilitiesin
all districtsradio button. Then click on the Include
receptorsin all districtsradio button.

Next, click Calculate from the top menu.

9. Toview or edit the calculated receptor proximities,

click View Table from the Receptor Proximity
window. Click Exit from the top menu when finished.
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Step 2. RunningthePrioritization Analysis

la. To access the prioritization analysis window,

or

click Calculate/Priority from the Facility
Data window.

1b. From the HARP main menu, click

Reportg/Prioritization.

In the Prioritization Report window, select
one of the two radio buttons at thetop. To
calculate priorities for al facilitiesin a
district, select the first top radio button. To
calculate priorities for asingle facility, select
second radio button.

If you chose to calculate priorities for all
facilitiesin adistrict, click the District
button. To select adistrict, double click on a
district from the popup window. Y ou will
then be returned to the Prioritization Report
window with the selected district.

If you chose to calculate priorities for a
single facility, click the Facility button. To
select afacility, double click on afacility
from the popup window. You will then be
returned to the Prioritization Report window
with the selected facility.

Next, use the check boxes to select which of
the two calculation methods to use, either the
Emissions and Potency Procedure or the
Dispersion Adjustment Procedure, or both.

If both methods are used, the total facility
score will be the larger of the scores
calculated by the two methods.

Next, use the bottom radio buttons to select
whether you want the prioritization report to
include by facility only or include a device
by device breakdown.

Select Calculate/Update Priority Database
from the top menu to run the prioritization
analysis.
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Step 3. Displaying/Printing the Results

1. From the top menu of the Prioritization
Report window, click Print/Preview to R
display the prioritization report. Select Print

e B | Faciliting: in dee 6l

from the top of the Report window to print miiet | [5G

the report.
2. To savethe report to afile, click Print/Print

Dt name |5.I1H DEGO COUNTY 2P0

i Calcidain paioiiteee (or seghe lac ity

Report to Filefrom the top menu of the
Prioritization Report window.
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. Report 7] =]
Print  Zoom  Previous page  Mext page  First Page Lask Page  Exit
slel 1 slul_a |-
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File: C:\HARPWPROJECTEWZDEMO, Priority. txt
Facility Prioritization for District
Emiszion and Potency Procedure Dispersion Ac
Fac ID Description Multipler Cancer Aoute Chromic MNonCancer Cancer Aoute
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Topic 5: How to Run an Air Dispersion Analysis
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For the purpose of health risk assessments, the dispersion analysis module alows a user to build
and run an input file for the U.S. EPA air dispersion model ISCST3 (Industrial Source Complex
— Short Term 3). In HARP, ISCST3 is run in combination with the U.S. EPA building
downwash model BPIP (Building Profile Input Program). For more information on setting up a
dispersion analysis, see Chapters 4 and 9 in the HARP User Guide.

Prerequisite
Before you can run an air dispersion analysis, you must first add your emissions data into the
CEIDARS-Lite emissions inventory database within HARP (See Topic 2 in the HARP How-To

Guides for instructions). It is aso necessary to set a default coordinate system (see Topic 1 in
the HARP How-To Guides for information).

Step 1. Opening the Dispersion Analysis M odule

[ ts T traboin Proec e beb El

1. From the HARP main menu, select Analysis TR s s A
If you have actual meteorological datathat is Pk vy v P Do)

. . f California OLTCHS
representative of the location you are analyzing, K GIEGAME Al S Koot i Progea
use the dispersion module for representative met (1=
data; select Dispersion Analysis (Representative Ddirgham Saears Engneeng, .

Met Data). o
emmt (oG ingh smerivans ne)

If you are using screening meteorology data,
select Dispersion Analysis (Screening Met Data).

Step 2. Opening a Dispersion Analysis Wor kbook

HARP will automatically open the last dispersion workbook used with your project directory.
However, if there are no workbooks associated with your project directory, HARP will open a
default workbook (STARTUP.ISC) in your project directory.

1 TN £l

M 12 wortieak haw bean. sesciied For this project. A defat Feam b =1 + this Fils Far

WA R It e S I uncks B Tk rane

HARP will create a default workbook
called "STARTUP.ISC" if thereareno

wor kbooks associated with your project
directory
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2.

Click on the | SC Files button on the eft sideof =~ = ™ === == == = Z
the Dispersion screen. Fill in the information for | e :

Titles, Files (e.g., meteorological inpuit file), and e || e -
UTM Zone (See Note 1). Then click File/Save As | e

and save the file with a new name. |
mu::ﬂ_’ W
Notel: All of the ISC input and output files o

created by HARP will have the same name as
listed in the ISC Input Filefield. F2 will allow you
to edit a cell without typing over the existing data. jlal |

TEETCASE

PARMJETER HLbiE Tllal |
Tile of hie pn v ich il lappe m sifebeprra ool e SCaspatils. ThE yesy e mry e s pio 00
i ke

At

L L

Step 3. Setting Control Parameters

1.

Step 4. Defining Emission Sour ces

To set the control parameters of how the analysis | Note2: 1T your workbook was created
from an existing workbook, it may contain

will be performed, click the Control buttononthe | oiqing facility data. You may need to
left side of the Dispersion screen. If you plan to clear thisdata before entering in the data
use the regulatory defaults, then make no changes for your analysis.

from the default settings.

1.

Next you will need to define the emission sources
and stack parameters. Click Sources button on the
left side of the Dispersion screen.

Clear the preset data in this section of the \A_: remss _ %‘r‘m i |
workbook by selecting Sources/Delete All Sources = =% S g

from the top menu (See Note 2). e o Liica

Y ou may begin typing your datain manually or _%L; o ro

import it by clicking Sources/Insert Entire el "

Facility from the top menu and pick afacility from

the popup list (See Note 3).

HARP can automatically generate the Source ID — \ Sk

column for you. Using your mouse, highlight all E;.::T...mm,.m..m.“,.k\ |
cells that need identification tags. Click A

Sources/Auto-generate Source | Ds from the top To highlight the cells, click and hold
menu to generate source identification tags. the left mouse button and drag

Click File/Save to save thefile.

Note 3: If you have already entered your
facility datainto the CEIDARS-Lite
database, you may use the selection filter to
import a group of facilities at onetime
from your database.

How-To Topic 5, Page 2 of 7
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Step 5. Defining Receptor Grid

The Grid Receptors worksheet is used to describe the locations of receptors on a Cartesian grid
using afacility asthe origin. To begin, click the Grid Receptors button on the left side of the

Dispersion screen. If you wish to exclude grid receptors in the dispersion analysis, type "NO"
into the Include Gridfield.

1. Click on Grid receptors/Set Origin to Facility
from the top menu. Then select afacility to
center the grid around.

=1

2. Next, set the grid parameters. Thiswill be the
size of your grid and the distance between
each grid point. In the fields under Grid
Generation Parameters, type in the minimum
and maximum values for the north and east
directions and the increments (See the
illustration below for help with inputting).

3. Generate the grid by clicking Grid
receptors/Generate Grid from the top menu.
Finally, click File/Save from the top menu to
save thefile.

Illustration of the Grid Generation Parameter

1200 4
Mmoo -
1000 -
i -
20 -
T -

Rel. North (m)
Facility Set At Origin

Increments Set at 100

= = = @ @ w m & B W R =

Rd. Eagt (m)
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Step 6. Defining Property Boundary Receptor s

1. Property boundary receptors worksheet describes
the locations of receptors on afacility property
boundary. To define the receptors, start by
clicking Prop. Boundary on the left sde of the
Dispersion screen. If you wish to exclude
property boundary receptors in the dispersion
analysis, type "NO" into the Include boundary
receptors field.

e T s e e o | e e e e [ P R e T [ |
EEElel = Bl El= s B 2= e e D

2. Delete the boundary receptors from the previous
workbook by clicking Boundary receptors/Delete
All Boundary Receptors from the top menu (See

il + Bewdl) b
Note 2). PCccpu ke Py B s o ota 1 b Fereios T

3. Insert the property boundary receptors by clicking
Boundary receptors/I nsert Facility Boundary
Receptors from the top menu. Then select a
facility from the popup list.

4. Click File/Save from the top menu to save thefile.

Step 7. Defining Sensitive Receptor s

1. Sensitive receptors are specific points of interest
(e.g., school). To add sensitive receptors, click
Sensitive Recs. button on the left side of the

Dispersion screen. |f you wish to exclude sensitive ti’n:m &
receptors in the dispersion analysis, type "NO" into vy | N Y A
the I nclude Sensitive Receptors field. oo | o — 7
2. Next, delete the existing receptor data from the ;:;,:: _
workbook by clicking Sensitive Recs./Delete All ==
Sensitive Receptors from table (See Note 2).
L]
3. Insert the sensitive receptors that you would like to FAFETER i s e 1
include in this analysis by using either the selection =~ oasisamuumiss =

filter at the top of the window or picking the sources
individually by clicking Sensitive Recs./Insert
single receptor (See Note 3). Thiswill add sensitive
receptors that have been entered into the CEIDARS-
Lite database. Sensitive receptor data can aso be
entered by hand directly into the sensitive receptor
worksheet.

How-To Topic 5, Page 4 of 7
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4. To usethe sdection filter, blank all the fields and
type in the information you wish to use in your

guery for your receptors. Select Sensitive
Recs./I nsert receptors using selection filter from the SerBtion Fifter
topn menu Range (m) 2000 Rec. type
P ’ frorm County
UTME 474000 Ajr Basin
5. HARP can automatically generate the receptor § A 5634000 £
LTk Zone 11 Group

identification tags for the Receptor 1D column.
Using your mouse, highlight all cells that need
identification tags. To highlight the cells, click and
hold the left mouse button and drag. Then click
Sensitive Recs./Auto generate receptor | Dsfrom the
top menu to generate source identification tags.

6. Click File/Save from the top menu to save thefile.

Step 8. Defining Census Block Receptors

1. Census block receptors will used to calculate
population exposure and cancer burden. To add census

receptors, click the Census Blocks button on the | eft

side of the Dispersion screen. If you wish to exclude
census block receptors in the dispersion analysis, type ;
"NO" into the I nclude census block field. e |5

Resgueri 57l Gy, —

2. Delete the receptors from the previous workbook by |
clicking Census Blocks/Delete All Census Block i
Receptors from the top menu (See Note 2). 3

Fapaman
A o LT e
Thot wlabn | ppnbtlicss o Ko 1 i

3. Toselect aset of census blocks around afacility, click s

Census Blocks/Selection Filter/Set section filter to
origin to facility location from the top menu and select
the facility. Enter avalue into the range box. HARP
will add all of the census block that are within this
distance of the selected facility. Then click on Census
Blocks/l nsert Receptors Using Selection Filter from
the top menu to import the census blocks.

4. Click File/Save from the top menu to save thefile. I — i

Step 9. Defining Pathway Receptor s

1. If you need to run a multipathway risk analyss, / |
there are three pathway receptors that may be =
required. Click on the Pathway Rec. button on
the left side of the Dispersion screen.

How-To Topic 5, Page 5 of 7
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2. Enter the UTM coordinates and UTM zone for D T e T — e
the water source, pasture land, and fishing water | e
bodly. T = i ;

3. Type"YES" into the last field of each pathway
you wish to include in the multipathway risk
analysis. Type "No" into the last field for
pathways you do not intend to include in a ¥ e

multipathway risk analysis. [—

a1 et ke i bt s [0 4 9 o o . 8 e A B =

Step 10. Opening the M eteorology File (Only for Representative Data)

This step is only for the representative data version of the Dispersion Analysis module from
Step 1. If you chose to use the screening meteorology version of the Dispersion Analysis
module proceed to Step 11, the screening meteorology file has aready been loaded for you.

=l8is
P ik | ety O (PR
|

1. Hourly meteorological data is needed to conduct a
dispersion analysis. Click the Meteorology button
on the left side of the Dispersion screen.

2. |If you chose to use the representative meteorology
version of the Dispersion Analysis module in the
Step 1, you must now select the meteorology file.
Click Meteorology/Open meteorology file Select s
afile. Al .

LA TER WAiE: rupF caruesiflersy

3. Finally, confirm the meteorology parameters on /;ﬁn """" g T e e
the Dispersion screen corresponds to your file.

Here is where you can also change start and end
dates.

Step 11. Checking the Output Parameters

1. Click on the Output button on the left side of the
Dispersion screen. The information in this
window tells 1SC how to create the output files.

Most of the time you will keep the defaults. : B o)
Step 12. Optionsfor Advance Users e g e

1. The Emission Rates and Deposition and
Depletion option is for advanced users. See the

L

T EEEER

User Guide for more information.

FAFAVETEF MWE (3 el T i shiok)
forizt ol
PLLOABLE WL LET mel

e Lle] |-|
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Step 13. Adding Elevation Data

Y ou can add data from DEM files to the entire Dispersion Analysis Workbook in two steps.

1. Open DEM files by selecting, FilessDEM/Open
File. Browse and select the desired file.

2. Select Utilities/Look up all elevations from the
menu.

3. After completing Step 1 through 13, select
File/Save.

Step 14. Building and Running | SCST 3 I nput

After you have completed each worksheet you are now ready to run ISCST3. Click on
Analysig/Build 1 SC3 Input and Run. Behind the scenes HARP will run ISCST3 and BPIP. All
ISCST3 input and output files will be saved to your project directory. Exit the dispersion
module and return to the HARP main menu. The dispersion analysis is complete.

How-To Topic 5, Page 7 of 7
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Topic 6: How to Perform a Point Estimate Risk Analysis
Prerequisites
Before you can conduct a health risk analysis, you must first add your emissions data into the
CEIDARS-Lite emissions inventory database within HARP and run an air dispersion analysis

(See Topics 2 and 5 in the HARP How-To Guides for instructions). For more information on
setting up arisk analysis, see Chapters 4 and 10 in the HARP User Guide.

Step 1. Opening the Risk Analysis M odule

B DS RS TSI | Grabves FREST UDEES R EW

1. From the HARP main menu, select Analysis e = —
If you have completed an air dispersion analysis using o e Tie
representative meteorology, select Risk Analysis ST S S
(Representative Met Data). s #1 2320
If you have completed an air dispersion using

: . . e
screening meteorology data, select Risk Analysis _—— =

(Screening Met Data).

Step 2. Opening the Step-Through Window

The Step-Through window guides users through the most common functions of the risk analysis
process. A user can aso perform these functions directly from the top menu of the main risk
window.

1. To open the Step-Through window, click on the Step-Through menu item at the top of the
main Risk window.

=loi=|
b Snffesch datod Dooblos! 3ot Ho Sl Gréh  Hedh Tatle Cofien Hen
i | Eabeire | 0| B | |
§oMm i | e | HmE W
o
(-1
HETRICTONG i s g o . - il
i 1 ALy g i 15, Al Sl IS ks b, s sl s g T
ey | M= s [y 1)
ey
L il idach L Wi ]
[ D st e L i s s (vt Pl i
s [ g rhr pmsmrer, Ao mbrg b passerbe e mon ko v Pl
ruincing by 5w bulion. | Select b Faraesien o nan mersl

3 | D s memeg adunimant Feciom Dk che ok # o s robec i) Copsening e, e
lem | i | Soawra]

4 | Belezt e i sdmn ‘sl s Frk inlT |
e L thare wd souse T apkath [Hi=ine —
ey | Crmn Pl H] et i i PRl v v o]

e e T I e 1
Covlcar st Thiwdldt ooy ot ilﬂi' e T This meguses

ﬁlunmmmﬁm i 9"‘ ul

i e F e rre e e dh e v o ey iy, o F e Man Pl e
T e 25
g | Mmoo, Feom s o b, ket PP i k. o el b
S D smrnTe apcg | mac
Bl T (i e el mral

Frabsban el opnm, hortanie B o, Frralsoe Epaniy
Fiissn s Fosws Pl ribar]. o:\_m'luuﬂ:dpkﬂﬂd it T |
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Step 3. Opening the Sour ce/Receptor (SRC) File

The SRC file contains alist of sources and receptors used in the dispersion analysis and connects
the dispersion results to the corresponding stack information in the CEIDARS:-Lite database. It
was created during the air dispersion analysis run and saved to your project directory (See

Topic 5 in the HARP How-To Guides). The file name is the same as the ISC input, but with an
"src” file extension.

la. Onthe Step-Through window, click Step 1. Click on
the SRC file. Click Open.

or

1b. From the main Risk window, select File/Open
Source/Receptor File (Dispersion analysis results).
Click on the SRC file. Click Open.

2. If you have previoudly used this SRC file to calculate
risk, HARP will ask if you want to load the most recent :
risk calculations associated with this SRC file. Click R R
NO, if you are going to do more caculations using this e
data. Click YES, if the point estimate risk data

calculations are complete and you are viewing,
printing, or conducting a stochastic analysis.

3. HARP will automatically hide the X/Q and GLC —————
values. To display these values, uncheck the menu SR S R e Tt

item under Options/Display GLC and X/Q Details
When this item is checked, the GLC and X/Q vaues
will be displayed immediately.

Step 4. Defining Site-Specific Parameters

la. Onthe Step-Through window, click Step 2. This will
open the Site Parameters window.

or

1b. From the main Risk window, select Analysis/Define
Site Parameters. Thiswill open the Site Parameters
window.

2. Click on the Enabled Pathways tab. E e N

How-To Topic 6, Page 2 of 6
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3. Place acheck next to each pathway you wish to include L e | e | st | |
in the point estimate risk analysis. e

4. If you enable the drinking water, fish, pasture, and
homegrown pathways you will need to add the required
information in the corresponding tabs.

5. Choose a deposition rate under the Deposition tab.

6. Click File/Save Asto save the file for future runs or
click Hide at the top menu to use these inputs during
this current HARP session only.

7. Click Hideto close the Site-Specific Parameters
window.

Step 5. Defining Screening Adjustment Factor

Averaging Period Adjustment Factors are only used with screening m—r I—1 o
you are using representative meteorology skip to Step 6.

la. Onthe Step-Through window, click Step 3. This will
open the Site Parameters window.

or

1b. From the main Risk window, select Analysis/ Define
Averaging Period Adjustment Factorsfor Screening
Meteorology. Thiswill open the Averaging Period
Adjustment Factors window.

2. Usethe default adjustment factors or enter your own
under user defined. (For information on how to use the -
averaging period adjustment factors, see Section9.6.2 s A s T e T e R
of the User Guide.)

3. Hide or close the Averaging Period Adjustment
Factors window.

alBix

Step 6. Setting up Point Estimate Risk Analysis

la. On the Step-Through window, click Step 4. This will
open the Risk Reportswindow.

or
1b. From the main Risk window, select Analysis/Point

e [ Hw Oy |

[ ey gy sy
e [T A==

Estimate (I ncludes Multipathway). Thiswill open the
Risk Reportswindow.

How-To Topic 6, Page 3 of 6
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2. Click on the button next to each item that you would
like to includein therisk analysis. B

Toprgom | el meeaws e by nows| [ Py

Pasicier: i a

W Miwel il mweben] e ekt B ket ~
RO 0 e

3. Click Calculate HARP will show you apreview of the = &=z PrEsm—r
report. Save the report to project directory. Close the

= Un e B o sonss
s i Tl

g nace manabes [T

report. P e
4. At this point, the risk values will be added to the data SR e
view window. Click on the risk tab on the right side of i DT R T T e

[He— I ialeacih Ervatl s £ chbicll
T iy s ik L3 by sty
Yt Bt Wil er ks paTea

E.w‘?:i— 1 bt H S ol s | r (et R

the main risk window. The cancer, chronic, and acute
risk values will be displayed. If no value has been | Tl =

calculated a—1.00E+00 will be displayed for each (rs 7 R . o TR e A B e
receptor. o |t | e e | Pt | oo | St o | Wb | e |

5. Repeat steps 2-3 for al other scenarios you wish to
caculate

Step 7. Creatinga PMI/MEI Report
If you don’t wish to create a PMI/MEI report, skip to Step 8.

1la. Onthe Step-Through window, click Step 5. This will
open the PMI/MEI Report window.

or

1b. From the main Risk window, select
Analysis/PMI/MEI. Thiswill open the PMI/MEI
Report window.

or

1c. From the Risk Reportswindow, click on the PMI/MEI
button. This will open the PMI/MEI Report window.

2. Place a check next to each health effect (cancer,

chronic, acute) you wish to include. Verify the number i e
of values you want in the report, and the file name. SEEE SN B RIE R SN U S L
3. Click Generate Report. HARP will show you a

preview of the report. Save the report to your project l
directory. Close the Report. Then close the PMI/MEI v
Report window. R alof =

o Apias

Flarars:  [feg Pl

Help
GereyePenal | eaReges Hie
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Step 8. Creating a Contour

la. Onthe Step-Through window, click Step 6. This will
open the Contour window.

or

1b. From the main Risk window, select Analysis/Contour.
This will open the Contour window.

or

1c. From the Risk Reportswindow, click on the Contour
button. Thiswill open the Contour window.

2.a Automatic Settings: The automatic settings will create

2.b

contours that bound the risk data between the highest
risk value and zero. The number of contours that you
define will divide the risk results into evenly spaced
intervals between these two points.

Select the button next to Use automatic settings. Select
Cancer Risk to contour the cancer risk. Click
Calculate Contours. The mapped results will appear
on the Risk window.

Manual Settings: To manually identify the contours,
check the box Use Manual Setting. The number of
contours should be one number greater than the number
of intervals that you want your data divided into (i.e., if
5intervals of datais desired, enter 6 contours).

For example, if you want to see just two isopleths at 1
and 10 chances per million: Set the Max. Contour
Value to 10 and the Set Min. Contour Valueto 1, and
set Number of Contoursto 2. Click Calculate
Contours. The contours will be displayed on the map
when the calculation is done.

or

If you want to see multiple isopleths at 1, 10, 100, and

1000 chances per million: Set the Max. Contour Value

to 1000 and the Set Min. Contour Valueto 1, and set
Number of Contoursto 4 and check the log scale box.
Click Calculate Contours. The contours will be
displayed on the map when the calculation is done.
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Important Notes on Contours

The contour isopleths can only be generated using grid receptors.

HARP will plot the last risk that was calculated. If you choose to run arisk analysis for
“average, high-end and derived”, the risk contours that will be plotted will be for “derived”.
If you run the OEHHA standard report set, HARP will plot the 70-year, cancer, derived
(adjusted) scenario from Report #19.

HARP plots cancer risk contours in units of “chances per million”. Hazard Indices for
non-cancer results are shown as actual Hazard Index Values.

If HARP will not calculate the contours, there may not be enough data. At least three points
of data (grid receptors) at that contour range are needed to make an isopleth. Y ou should
also look at your risk data to confirm that your maximum and minimum contour values are
within the range of your data or you may need to rerun the dispersion analysis with smaller

grid spacing.

Step 9. Opening a Street M ap

la. Onthe Step-Through window, click Step 7. Browse to the map you wish to load. Click
Open button.

or

1b. From the main Risk window, select Files’Open Map File Browse to the map you wish to
load. Click Open button.

i [ Moy |
Caed i e

T
|
|
|
|
|
|
|
|
i HA AN

| e I 0 e T e i V] o |

1w
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Topic 7: How to Perform a Stochastic Evaluation
Prerequisites
Before you can conduct a stochastic evaluation, you must first add your emissions data into the
CEIDARS-Lite emissions inventory database within HARP and run an air dispersion analysis

(See Topics 2 and 5 in the HARP How-To Guides for instructions). For more information on
setting up a stochastic analysis, see Chapters 4 and 10 in the HARP User Guide.

Step 1. Choosing a Receptor

The first step in conducting a stochastic evaluation is choosing a receptor. To do this, access the
risk analysis module from the HARP main menu and run a point estimate risk analysis as
described in Topic 6 in the HARP How-To Guides. Examine the results by clicking the Risk tab
in the Risk window. Choose the receptor that you would like to run a stochastic analysis on and
note the receptor number located in the first column. Risk Tab

R e et e e A

. s | mmrn | 2 | WE | s |

Corresponding fm ow—Lezm L ]
Receptor Point e e

Receptor Number

NEE A

S epere | 1m 1 e
TR | A U
TR T F

FE R T
2k

1. From the main Risk window, select P
Analysis/Stochastic (I ncludes Multipathway) g

2. Select the Primary I nput tab and then click the
Chemicalstab to access the chemical concentration
data.

3. Click the button labeled Select Target Receptor
and Update GL C and enter the receptor number
that you noted in Step 1 into the popup window.
HARP will then load the chemical names and
ground level concentrations from your receptor.

Note 1: You may add a new chemical to thelist

by pressing the Add Chem button. You may

delete a chemical from thelist by pressing the

Delete button. This does not affect any of the
numbers on the main Risk window or in the

HARP database.

How-To Topic 7, Page 1 of 3
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4. Select the Site Parameters from the top menu and T

verify that the parameters are correct for your site. rﬂ :
To save any changes, click File/Save Asand then gl B

close the window by clicking on Hide (top menu). g e e iy St e |

5. Next, set the sampling parameters by clicking the e | RS
Sampling tab and set the sampling parameters. | R :
= i e "
6. Set the exposure duration, analysis method and ey |t
health effect under the Scenariotab. Make sure e -
stochastic is checked in the analysis method. e RS
, M e | A T
7. Finaly, pressthe Calculate button to start the P Ermome i m———
simulation. o
|m ; — e El Note 2: Asthe scenario window indicates, you havethe
F option of performing point estimaterisk analysis at this
'.'..-'.'ffc!-.a-“f:- 2 point also. However, it will only be for a single
B Sl receptor.
e e
[T ek
SRS o Make surethat
sy G RS " Stochastic" is selected
i i S e der the analysis
£ P e L ttr O u“*‘"‘ . unaer y
£ bt e e method.
?l::: i Purvasssacns e le
Step 3. Viewing the Results .

1. Toview theresults, click on the Stochastic Output tab and T R o .
click on the Refresh Plot button. The graph shown isthe e i
cumulative probability distribution of cancer risk.

T oy i

2. To change the graph, click on the Plot Optionstab. From here,

e

you may select a different plot type or change the horizontal By
scale. Press Refresh Plot to update the graph. ' '

3. Itisrecommended that you change the scale to an appropriate
one for plotting cancer risk. To do this, type "1E-6" into to
Horiz. Scalefield. Thisscalesall values on the horizontal axis

by multiplying them by 1,000,000. Press Refresh Plot to e

update the graph i s | i | =
4. Todisplay the statistical risk distribution for each of the R

chemicals individually, check the box next to Breakdown by ~— fessmsss== o o

Chemical inPlot Options. Then press Refresh Plot to update I >E}""

the graph For more information on changing the plot options e i

and saving other variables to plot, see Chapter 10 inthe HARP ===+

User Guide.

How-To Topic 7, Page 2 of 3



The HARP How-ToGuides || 1 |[2][3][4]|[s]|[6]|[7]] 8]

Step 4. Printing the Results and Generating a Statistical Summary Report

~iniuj
1. To print the graph, click on the Print Plot ., g
button. e — 4
2. To create asummary report, click on e
Statistical Summary Report button. e

LR i A S

3. Once the report has been generated, a
window will popup showing a preview of
thereport. Click Print to save the report to
afile (See Note 4). Ui T

(et
ekt ol e achrg corwer a2 1
P ira T

=100 =]
Fat e Ewomicem Hetoes Frifep kP BE

j‘ Note4: Thereport will bewritten in the project directory.
Thereportisan ASCII filethat can beimported into a
word processor.

Step 5. Continuing a Simulation

R e T ol LT
Pl Browis Lrieot | Ban SicPooecbos Dibbebiors: Joobs Beock Dcbolhy Log ob
i Tl Bouchenbe: Srwis I

2

S ep a0t ey Sl

1. Select the Primary I nput tab and then the
Sampling tab.

2. Set the number of trials. Select

5

Piespves | SlochmuDogd | dstverced P el |
Scww | Dhemiat | Sepies |

ot o e m

Run/Continue Stochastic. R
3. The simulation now continues from where E*?TF:

it left off. If itisnot interrupted, it will —

continue until the total of number of trials S oy sorie

have been executed. For example, your
first run consists of 100 tridls. After
analyzing the results, you wish to continue
the ssmulation to 200 trials. Set the number
of trials to 200 and select Run/Continue
Stochastic. The simulation restarts at 101
and continues until 200.
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Topic 8. How to Perform Health Analyses Using a
Ground Level Concentration

This topic addresses how to run a health analysis by manually inputting a GLC value for one or
more substances using the results from an outside air dispersion run. There are two paths
described below that can be used to achieve this analysis. In future releases, HARP will address
the need for electronically accepting the output from an air dispersion modeling run that is
performed outside of the HARP Software. For more information on setting up arisk analysis, see
Chapters 4 and 10 in the HARP User Guide.

A. Adding a Substance-Specific GL C as a Background Concentration and Running a
Point-Estimate Health Risk Analysis

The first method will allow you add a GLC for each substance across an entire receptor grid and
run a multipathway point-estimate risk analysis. This method could be used for evaluating the
contribution of background pollutants. Substance- specific GLC values can be added through the
emissions information in the risk window as a background concentration. The GLC value that
you enter will be applied to every receptor in the file as a background concentration.

Step 1. Opening the Risk Analysis M odule

1. From the HARP main menu, sdlect Analysis e

If you have completed an air dispersion
analysis using representative meteorology,
select Risk Analysis (Representative Met
Data).

If you have completed an air dispersion
analysis using screening meteorology data,
select Risk Analysis (Screening Met Data).

MGRESK - Rt apent W ol =

genk. Teakd e
B Tep-Through Srekss [opoflrpot St Mep  fboimGrids  Hesth Tsble  Cptiors  Help
2hseptons | Evasions |75 | BLE | Rk |

Gan | Wt W | WS | W | Mas]

Risk AnalysisM odule

M | MepOpes T

gdesh D Bk it | oo e
wmEmfim  Ueefiim seseEwn =

Serening moda s hmed OH. ou should onke dsss ok person nes ot rom soraening matenm iy dats.
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Step 2. Opening the Sour ce/Receptor (SRC) File

Use the Step-Through window to access SCR file. Open the SRC file for your project or use the
demo SRC file (C\HARP\PROJECTS\DEMO\Demo.src). This demo SRC file provides a

surrogate receptor grid from an air dispersion modeling run. This file will be used as a template
when inserting your background GLC value.

wdly

[ e ——————— g ——

e | 2 i o]

ol it o | b i | e
T

1. To open the Step-Through window, click on
the Step-Through menu item at the top of the
main Risk window.

2. On the Step-Through window, click Step 1.
Click on the desired SRC file. Click Open. If
you have previously used this SRC file to
calculate risk, HARP will ask if you want to

load the most recent risk calculations e = m—
associated with this SRC file. Click NO, if you e o e —

are going to do more calculations using this L B
data. Click YES, if the point estimate risk data EE— -
calculations are complete and you are viewing, - e
printing, or conducting a stochastic analysis. bl e

Step 3. Define the Pollutants and the Background Concentr ations

Identify the pollutants of interest and specify the ground level concentration for each pollutant
(See Chapter 10 in the HARP User Guide for more information).

1. Click onthe Emissions tab.

1
o DB Ak Cootieet o0 P ikl Rk (il DM GSE

2. Add and/or delete chemicals using the Add Chem TR s R

or Delete Chem buttons. fﬂ Eﬁ'ﬂl
) TR ] R ]
3. To delete achemical from the emissions page, A —
highlight the column for that substance and press R Ll B |
the Delete Chem button. .
4. To add achemical, select the Add Chem Buttonand e % 1]
the screen on the right shows up. Enter the name of B
the chemical in the blank and press Search. A liss ! B e i i3]
of pollutants will appear for you to select from. T,
Highlight the pollutant of interest and press OK. = g
The substance will be added to the list of pollutants R 3

on the Emissions Page.

3. For each substance that is included in the
background assessment, insert the GLC value into
the background row, insert a one (1) into the
multiplier row, and blank out the source emissions
for each substance.
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Step 4. Defining Site-Specific Parameters

la. Onthe Step-Through window, click Step 2.
This will open the Site Parameters window.

or

allda

1b. From the main Risk window, select
Analysig/Define Site Parameters. Thiswill
open the Site Parameters window.

2. Click on the Enabled Pathways tab.

3. Place a check next to each pathway you wish ot
to include in the point estimate risk analysis. LT e i e
4. If you enable the drinking water, fish, pasture,
and homegrown pathways you will need to add \ A
the required information in the corresponding i e P
tabs. et
5. Choose a deposition rate under the Deposition
tab.

6. Click File/Save Asif you wish to save thefile.

7. Click Hide (top menu) to close the Site-
Specific Parameters window.

Step 5. Set up the Point-Estimate Risk Analysis
1. On the Step-Through window, click Step 4. e ——

This will open the Risk Reportswindow. (See ::1':“7'"'“"_“."“"“'"_‘"'_:‘:-:-"'~
Topic 5 in the HARP How-To Guides or
Chapter 10 in HARP User Guide for more

information).

2. Click on the button next to each item that you
would like to include in the risk analysis.

=100

i
T F M| a0 e el ]

F Sl

3. Click Calculate. HARP will show you a F Brsldesii -l it | | [ i m et |
preview of the report. Close Report. R

4. Atthispoint, the risk values will be added to e o
the data view window. Click on therisk tab on P il
the right side of the main risk window. The e N i s
cancer, chronic, and acute risk values will be e Dhldies,
displayed. If no value has been calculated a— e Lo Y, ks
1.00E+00 will be displayed for each receptor. B SBT3,

CC | Caima e |

Coodate | b gt L] smPaarhn | k|

5. Repeat steps 2-3 for al other scenarios you
wish to calculate
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B. Performing a Stochastic Risk Analysisfor a Single Receptor Without A Dispersion
Analysis

The second method will alow you to analyze a single receptor only, but you can enter different
GLC values for the target receptor and each of the three pathway receptors. This second method
will alow you to run a multipathway point-estimate or stochastic analysis. Thisis done by
entering the ground level concentrations directly on the Sochastic and Multipathway Details
window and proceeding with the risk analysis without ever running a separate dispersion
analysis. To perform the second method, see the steps below or refer to Chapter 10 in the HARP
User Guide. Topic 7 in the HARP How-To Guides describes how to run a stochastic analysis.

Stepl. Setting up and Running a Stochastic Simulation

1. Fromthe main Risk window, select e o
Analysig/Stochastic (I ncludes Multipathway) E=] e :

2. Select the Primary Input tab and then click the aee E_
Chemicalstab to access the chemical :

concentration data. gl ‘
3. Usethe Add Chem or Delete Chem buttons to e | R
create the list of pollutants. The method is the 3 B S e
same as described in Step 3 above. —_—— '
4. Enter the ground level concentrations at the T — At

location(s) of interest. The drinking water, = . = 5
pasture, and fish GLC’s are used for '
multipathway analysis.

5. Select the Site Parameters from the top menu
and verify that the parameters are correct for
your site. If you enable the drinking water,
fish, pasture, and homegrown pathways you
will need to add the required information in the
corresponding tabs. To save any changes
beyond this run, click File/Save Asand then
close the window by clicking on Hide.

Thmckihn o ot o el s . bl 1 e i i ot e
s P ciatar 11 g 6 okl ek s ko o i .

G L b | L 0 shadiicn O st ol st s |

Do e e o E s &l g J

T T ——

T P s b arathedd | ieool e daw, peoabd ||

= Horus guowen ek -armbiad Hraguidolan. chic b, pg st s
" Dt oy bl

T timd mgmren ol pealied

T Hobotrk ¥ T Akl i

Alie

bk
s ot om b ol s Dl podhe | 6
e o s et ke e g rar e
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6.

10.

11.

See Chapter 10 in the HARP User Guide and S
Topic 7 in the HARP How-To Guides for more

information on viewing results, plot options, and B
contouring maps. ' - EErSrriyary

B fmre [ b e e e

Next, set the sampling parameters by clicking

the Sampling tab and set the sampling o e | e |

parameters (i.e., number of trials, random Akl 1

number seed, sampling type, and bins). e gy
|dentify the variable(s) to plot for viewing. i 2

The default plot is the total cancer risk. Use
the Advanced Network Details button to
identify any additional variables that you want
to keep arecord of for plotting. See

Chapter 10 in the HARP User Guide and Topic
7 in the HARP How-To Guides for more
information on plotting features.

Under the Scenario tab, set the exposure
duration, analysis method, and health effect.
Make sure stochastic is checked in the analysis e
method. Note that if you only want a point- e
estimate report, not a stochastic analysis, you
can select one of the point-estimate options
under the Analysis Method section under the
Scenario tab.

Press the Calcul ate button to start the
simulation.

X

Sarudation dona. Zas Sochastc Cutput bab for el

Once the smulation is complete, press Refresh
Plot and the plot that is highlighted will appear
in the window.

Press the button, Statistical Summary Report
to produce a tabular report. Thiswill be saved
to afile and folder that you designate, but will
open automatically in HARP after it is named.
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